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AAATTCAAAA TTTACCATTA CATATTGGTA TtTATTTACC CTCAGTTGGT GATATATGTG AGGACGCTAG
CCTGTTGGGT TTCCTGACCG ACCAAATCCA AGCGAGCTTA ATCCAAGTAC CTCGTCTCAA ATTGAGTGTC
AAGTGAATAA GCATAGTGAC cCCATCGTTT CAGGGTAGTT gACGGCTATT AATAGAcATA tTACaAACGC
TTCTCTTTAT TTATCaCCAA CATGGGATGT AATGTTTATG CGTGAGCcTA CGGCCGCATT GTAAAATTAG
TGGTTTTGAA TTTCTATTCT tCGGAATATa CAAGGTTTAA AAGACCAgCa TTTGGGTTAA AAATTTTTAA
ACCTTACTAT CtTTaACTAG tAACTcGAAc TCGATTTATA TTCAGATTTT aaataTCaaG TTGTTGTGTT
tTCTGAtCAT CATTAAGTGa CCGtCATGGG TGATATATTA GGCGCAGTTT ATGATTTAGG GCACAGACCT
TACCTAGCAC GGCGTAcGGT TTATGAGGAT CGTTTGAtTC TTAGcACAcA TGGTAATaTC TGTCGgGCTA
TTAACTTGtT AACTCACGAT AATCGtACTa CACTGGTGTA TCACAATAAt ACTAAACGCA TAAGGTTTCG
TGGaTTATTG TGTgcTtaTC aTggGCCTTA TTGTGGGTTT CGTGCCTTAT GTAGAGTAAT GTTATGTTCt
cTACCTCGTT TGTGTgACAT CCCTATCAAT GGATCTCgCG aCTTTGTtGc aGATCCTACC AGACTCGACA
GCTCTGtTAA TGAGTTGcTG GTTTCTAatG GTCTCGTCAt CCACTATGAT CGTGtTCATc ATGtTCCCtT
ACAcACTGAt GGTTtTGAAG TTGTAGAtTT cACGACTGTC TTtCGTGGTC CtGGAAAcTT TCTTTTGCCT
AATGCAACAA ATTTCCCTCG GcCaACCACA ACCGATCAGG TTTACATGGT gTGTTTGgTA AACACGGTTa
ATTGTGTGTT ACGTTTTgAG TCcGaACTTa cAGTGTGGgT TCACTCTGGT TTGTATaCAG GtGATGTTTT
AGATGTGGAT AATAATGTTA TTCAAGCCCC TGaCGGTGTT GATGATgATG aTTAGAGTTa TCACAATTTC
AACAACACAC TTaTTGGTGT GTTGTTCTGT TACACCATTT GAAAGTTTAA TAATTgTCTC AaTtCGATtG
TTGATCTGGT TGGGACAATT ATTTTATTTT CTTTTGGTgt AATCGTCCGA AGACGTTAAA CTACACGTGA
TTTCACGGTG TTCGATGAGA AGATTGTTTA ACGGTGTtAC GTTGTgtAcc TTTAAGCtTT CTTCTCaTTT
tACCACATGT GATGATTGTA GCCTGTGGGT tGTTATGTGG ACAATTATGG TTACTTATTT GTAAAtGaTA
AAGAGTGTGC gGTAGCcGAC TTTATgCGAG TGGGAGTAGT TGTGTTATTA CTACTATTCT GGTtCGTATA
AAGATCCTTG ACGGCGGCAT CGTGGGTTCC ACAGCCGGTT ACATGgTGTT CCCGTCCGTT TACGAAGGTT
TAACTGTGAG CCTTGTATTT TACaAATACA CAGTTTTTAT CtTAACAGGC TCGTTCACAA GCCTCCTTTT
ACATTAAGTT TAAAGGtTTA TGTGGACACA AAAATATGGC TTATTGGTTA TGCTAAACCT CATATCATGT
TATAaTATTc GTTtcATaTT ATAATTAAgG tTAAGATGTA CTGaCTGGGT GtGAAATGTA CCAGTCCTTG
TAGGGTTCTT TGTCAGTATA TTGACAAAAA AAAAAAAAAA
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RNA-3 PCR IDENTIFICATION OF UKRAINIAN ISOLATE OF BEET NECROTIC

YELLOW VEIN VIRUS

K. GRYNCHUK, I. ANTIPOV

The bioinformatic analysis of the nucleotide sequences of RNA-3 virus isolates of
beet necrotic yellow vein (BNYVV) was made. The conserved sequences of a gene that
encodes a protein 25 have been shown. Primers design for identification of RNA-3 has
been made. The PCR system for RNA-3 identification was optimized by temperature
rates of primer annealing.

Key words: beet necrotic yellow vein virus, polymerase chain reaction,
identification, gene, primer


