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CURRENT STATUS OF STUDYING THE SWEET CHERRY

(PRUNUS AVIUM (L.) L.) GENOME

Y. I. vanovych

Qualitative improvement and a significant acceleration of breeding sweet

cherry possible under using marker assisted selection. The genetics research of

agronomically-important traits in sweet cherry was actively continues in the last

decade. Many molecular studies are still ongoing, but already known genes that

determine self-comtability, self-incomtability and fruit size in sweet cherry.

Keywords: S-locus, quantitative trait loci, marker assisted selection, the fruit

size, cherry.


