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PHYLOGENETIC ANALYSIS OF TOMATO MOSAIC VIRUS ISOLATED

FROM SEEDS OF LYCOPERSICON ESCULENTUM L.

E. AlDalain, O.S. Bondar, O.V. Tymchyshyn, T.P. Shevchenko,

I.G. Budzanivska, V.P. Polishchuk

Tomato seeds of different cultivars were checked for contamination with

Tomato mosaic virus (ToMV), typical pathogen of these vegetable crops in Ukraine.

The incidence of viral contaminations was determined using ELISA. Approximately

40% of seed samples were contaminated with ToMV. The coat protein (CP) gene

sequence of Ukrainian isolate (ToMV-ukr3) was obtained and analyzed. Phylogenetic

tree based on complete CP sequences of Ukrainian isolate and strains available in
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Genbank was constructed in Mega 6. Comparison of nucleotide sequences of

obtained isolate with those of other ToMV strains in Genbank confirmed that

detected pathogen is isolate of Tomato mosaic virus. CP sequence of ToMV-ukr3

revealed 96-99% nucleotide homology with existing ToMV strains. ToMV-ukr3 was

the most related to strains ToMV-1-2, ToMV-G26 and ToMV-G6.
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