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POLYMORPHISM OF THE TDF_076_2D GENE CONFERRING

MODERATE FUSARIUM HEAD BLIGHT RESISTANCE AMONG

COMMON WHEAT (TRITICUM AESTIVUM L.) CULTIVARS OF THE

STEPPE ZONE OF UKRAINE

A.V. Karelov, N.A. Kozub, I.A. Sozinov, A.I. Borzykh,

Yu.B. Blume

Fifty six common wheat (Triticum aestivum L.) cultivars developed in the

Steppe zone of Ukraine were studied using the marker INDEL1 on the basis of the

sequence of NPR1-like TDF_076_2D gene associated with moderate type II

Fusarium head blight resistance. We discovered the resistance associated allele in

40% of the cultivars studied. The cultivars with the resistance associated allele of

the marker may be used as the source of moderate resistance against Fuasarium

head blight.
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