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, ,  [6, 12]

3’- -

chs_H1

 1

chs_H1

 2 
chs_H1 chs2 chs3 chs4 vps

 1, .
 2

vps

, .
247, 267 248. 264 1833, 1833 230, 240 232, 232 223, 223 188, 188 917, 1303
255, 267 248, 264 1833, 1833 230, 230 232, 232 223, 223 188, 188 917, 1303
255, 267 264, 264 1833, 1833 237, 237 232, 232 223, 223 178, 185 1303, 1303
255, 267 248, 248 1833, 1833 237, 237 232, 232 223, 223 178, 185 1303, 1303
261,267,267 248,264,272 1833,1833,1833 237,237,237 232,232,232 223,223,223 175,178,185 1303,1303, 1303
261, 267 248, 264 1833, 1833 230, 240 232, 232 223, 223 180, 180 917, 1303
261, 267 248, 264 1833, 1833 230, 230 232, 232 223, 223 180, 180 1303, 1303
261, 267 253, 253 1833, 1833 230, 240 232, 232 223, 223 180, 180 1303, 1303
261, 267 264, 264 1833, 1833 237, 237 232, 232 223, 223 178, 185 1303, 1303
261, 267 248, 264 1833, 1833 237, 237 232, 232 223, 223 178, 185 1303, 1303
247, 267 264, 272 1833, 1833 237, 237 232, 232 223, 223 178, 185 1303, 1303

 18 261, 267 264, 272 1833, 1833 237, 237 232, 232 223, 223 165, 175 1303, 1303
261, 267 264, 272 1833, 1833 230, 240 232, 232 223, 223 180, 180 1303, 1303
261, 267 264, 272 1833, 1833 237, 237 232, 232 223, 223 175, 185 1303, 1303
247, 267 248, 264 1833, 1833 230, 230 232, 232 223, 223 175, 185 1303, 1303
261, 267 248, 264 1833, 1833 230, 230 232, 232 223, 223 191, 191 917, 1303
247, 267 248, 264 1833, 1833 230, 240 232, 232 223, 223 180, 180 1303, 1303
255, 267 264, 272 1833, 1833 230, 230 232, 232 223, 223 180, 180 1303, 1303

 75 247, 267 234, 234 2015, 2015 237, 237 232, 232 223, 223 178, 185 1303, 1303
255, 267 264, 272 1833, 1833 230, 240 232, 232 223, 223 180, 180 1303, 1303
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 TREES 4.0 ( ) 

 (Unweighted Pair Group

Method with Arithmetic Mean, UPGMA) [5].

 [10] .
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POLYMORPHISM OF CHALCONE SYNTHASE ENCODING GENES AND

THEIR RELATION WITH BITTER SUBSTANCES LEVEL IN HOPS CONES

. M. Venger, N. E. Volkova

nalysis of polymorphism of encoding chalcone synthase genes of Ukrainian

hop varieties was conducted. The dependence between gene polymorphism and the

level of bitter substances in hop cones was shown. The possibility of usage of

molecular markers that show the polymorphisms of encoding chalcone synthase

genes for determination of hop varieties type (aroma of bitter) was shown.

Key words: hop, chalcone synthase, polymorphism, bitter and aromatic

varieties, cluster analysis.


