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Po6oTy 6yno BUKOHAHO Yy Mexax OepXOioaxeTHOol
Temu Ne 1-294-15, 10 BUKOHYETBLCA Ha Kadeapi Mikpo-
Gionorii, Bipyconorii Ta 6iotexHonorii JHinponeTpos-
CbKOIO HaLioHanbHOro yHiBepcuteTy iM. Onecs loH4a-
pa, Ne nepxaBHoi peectpauii 0115U002385.

BcTtyn. B paHuin yac iHdekuinHo-3ananbHi 3axBo-
PIOBaHHS YPOreHiTanbHOro TpakTy, 06yMOBJIEHi YMOB-
HO-MATOreEHHUMM MIKPOOPraHiamamu, 3anmatoTb Nign-
pytoUi NO3uLii B CTPYKTYPI iHOEKLIMHOT NaTonorii y >XiHOK
pPEnpPoayKTMBHOrO BiKy. YaCTOTa BUHUKHEHHS TaknxX 3a-
XBOPKOBaHb CYNPOBOXKYETLCS BUPAKEHNUMU NOPYLLEH-
HAMW BariHasnbHOI MIKPpOMIopW i HE MaKOTb TEeHAEHLi
00 3HWXeHHSs. llaTtonoriyHi ctaHn penpoayKTUBHOIO
TPaKTy XIHOK 4acTille BCbOro HOCATb MOAIMIKPOOHUI
xapakTep, KM NOB’A3aHuin 3 3anajbHUMK NpoLLecamu
neBHMX rpyn 30yOHWKIB, sKi NpeacTaBnsioTbCs coboto
acoujaLii pisHUX YMOBHO-MAaTOreHMx MiKpOOpraHiamis.

MeTa pocnigXeHHs — 40CNianTX cknaa HopMasb-
HOI MikpodnopKn Ta aHani3 YMOBHO-NATOrEHHUX MiKpPO-
OpraHiamMiB Npv NaTONOMYHUX YCKNAAHEHHSIX.

0G6’eKT | MeToan pocnigxeHHs. B ekcnepnmen-
TanbHOMY OOChifXeHHi OyB nNpoBeneHui i aHania cnie-
BiAHOLUEHHS HOPMasibHOI Ta YMOBHO-MATOrEHHOI ae-
po6HOi i aHaepobHoi Mikpodnopu YI'T XiHOK B HOpMI Ta
npu amcbiosax.

[Onsa mikpobionoriyHoro awani-
3y y XiHOK BikoM Big, 18 go 55 pokis
BifiObpann KniHiYHI 3paskm 3 Mixeu
Ta uepsikanbHOro kadHany. llocis
GionoriyHoro martepiany npoBO-
OVUTbCS Ha CepefoBuvLia  NaKTO-
Oakarap, KpoOB’sHMIA arap, arap
Wennepa, KA onsa kKynbTMBYBaHHS
B CO,, arap lapaHepena Ta ce-
penosuuie Cabypo [1,4,5]. Micnga
Ky/NbTUBYBaAHHS 34iNCHIOBaNN ioeH-
TUdIKALIIO BUPOCAUX KOJOHIN 3a
3arafibHOMPUNRHATUMU  METOAAMU
[2,3].

Pe3ynbratn AOCNIAXEHHS
Ta TXx O0OroBopeHHda. Hamu
oyna obcTexeHa reHiTanbHa
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Mikpodnopa 276 XIHOK PIiSHMX BIKOBUX Fpyn 3a
LO0MNOMOrol0 KyfibTypanbHOro MEeToAy, ki 3BEPHYNCH
0,0 nikaps 3 Pi3HUMU UCOIOTUHHUMW NOPYLUEHHSAMMU.
3a pe3ynbrataMu 06CcTexeHHst 6yio BCTaHOBEHO,
wo cepen 276 gocnigxyeaHux nauieHTok y 32 (11,6%)
OyB BUSIBNIEHW HOPMOLIEHO3, TOMY [AJIS  OLIHKM
3aranbHOro CTaHy MikpobioueHo3y cevocTaTeBoi
cucTeMm XIiHOK ©Oyfno  JOoChioXKeHO SKICHO-KIiNbKICHI
MOKa3HMKN MpPencTaBHUKIB HOPMasbHOI Mikpodnopun
XIHOK PI3HOro BiKY Yy MOPIBHSHHI 3i CTaHOAPTHUMU
nabopaTtopHYMU NOKa3HMKaMy HOPMOLLEHO3Y.

Ha pucyHky 1 BkasaHo, WO Npuv HOPMOLEHOS3I
KinbkicTb Lactobacillus spp. ctaHoButb 108 KYO/
M, MPeacTaBHUKIB pogiB Enterobacteriaceae spp.,
Streptococcus spp., Staphylococuus spp — 10* KYO/
mn, Gardnerella vaginallis — 10° KYO/mn, Prevotella
spp. — 102 KYO/mn, Fusobacterium spp., Veillonella
spp., Mobiluncus spp., Peptostreptococcus spp. — 103
KYO/mn, Atopobium vaginae — 102KYO/mn.

Mpn  HOPMOUEHO3iI  PEnpPOAYKTUBHOINO  TPakTy
XIHOK 32 [0MOMOrol0 KyfAbTypasnbHOro AOCHIOXKEHHS
Oyno npoBeneHo igeHTUdIkauilo  NpeacTaBHUKIB
poay Lactobacillus spp. byno BCTAHOBNEHO BUCOKY
yacToTy BuaineHusa L. crispatus — 51,2%, L. iners —

B Hopmonenos

Puc. 1. Oco6nmBocTi HopManbHOT MiKPOdI0pU XIHOK Y MOPIBHAHHI 3i CTaHBAPTHU-
MU 1abopaTopHUMU NOKa3HUKAMU HOPMOLLEHO3Y.
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32,1%, L. gasseri — 19,2% Ta iHwWi Lactobacillus spp,
- 7,5%. B pesynbrati gocnigxeHHs 6yno cnpocToBaHO
npencTasfeHHs NPO NPOBIAHY ponb BUAy L. acidophilus
B MyJi MOJIOYHOKMUCAUX BakTepiin NixBoBOi MikpobioTu,
OaHWi BUA XoOHoro pasdy He OyB ioeHTUdikoBaHMi
cepeg, BCiX WTamiB.

[na ouiHku 3aranbHOro ctaHy MikpobioueHo3y npu
Pi3HMX MATOMOMYHUX CTaHax CNPUYUHEHUX YMOBHO-
naToreHHMMn MiKpOOpraHiamamu ce4vocTaTeBoi
CUCTEMM XIHOK Ta Y 3B’A3KY 3 TUM, L0 AOCNIAKEHHIO
nigaaBanucs Npoodu, siki B HOPMi MiCTATb PIBHOMaHITHY
Mikpodopy, NpPOoBigHapObHanexanasakiCHO-KifbKiCHIn
OLjHLi NpeaCTaBHUKIB PI3HUX BUAIB MIKPOOPraHi3mis
B acoujaLisgx, BUAINEHUX i3 NaTonoriyHOro marepiany,
i NOPIBHAHHIO OTPUMaHUX Pe3ynbTaTiB 3 HOPMasbHUM
cknazom 6ioLeHO3Y PENPOAYKTMBHOMO TPAKTY.

Mpu pocnigxeHHi  gucbanaHciB  Mikpodnopw,
aepobHuK BariHiT 6yB OOYMOBNEHUI MNOPYLUEHHAM
AKICHO-KIiNIbKICHOMO  CMiBBIAHOLWEHHS NpeacTaBHUKIB
HOPMaJsibHOI Ta YMOBHO-NATOreHHOoI Mikpodropu.

Ha pucyHKy 2 nokasaHo, Lo npu aepodHOMY BariHi-
Ti CNOCTEPIraeTbCsa 3MEHLLEHHS KinbkoCTi Lactobacillus

spp. Big 108 po 10° KYO/mn. [pencraBHUKN
popie  Enterobacteriaceae  spp., Streptococcus
spp., Staphylococcus spp. Manu TeHOEeHUilo [0

36inbLieHHs B kinbkocTi Big, 10° go 108 KYO/mn. Kinb-
KiCTb npenctaBHUKIB popnis Gardnerella vaginallis,
Prevotella spp., Fusobacterium spp., Veillonella spp.,
Mobiluncus spp., Peptostreptococcus spp. Ta A.
vaginae 3anuwanncb BIANOBIAHO 40 HOPMasbHOro
3HAYEHHS KiNIbKOCTI MiKpOOpraHiamiB.

spp., Mobiluncus spp., Peptostreptococcus spp. — 10°
KYO/mn, Atopobium vaginae — 10" KYO/mn.

Ha oOcCHOBi OTpMMaHuUx pesynbTatiB  MOXHa
npuNycTUTK, WO iHaukauia L. iners moxe cBigunTtun
NPO CXW/bHICTb OO PO3BUTKY BB, a TakoX nOBTOpHE
3aceneHHss L. iners nicns enidogy 6GaktepianbHOro
BariHody Moxe OyTn (akTopomM pPU3NKY PO3BUTKY
peunausy. NMnTaHHa NPO NaToreHeTUYHy posb L. iners
y PO3BUTKY Ta peumamBax OakTepianbHOro BariHO3y
3aNULLAETLCS BIAKPUTUM.

B okpemy rpyny 6ynun BuaineHi oucbio3v BUKIMKaHi
apixoxononidbHumn  rpubamu  pony Candida spp.
Cepepn, xiHok BikoM Big 18 mo 25 pokie BuaineHi C.
albicans (23,5%) T1a C. glabrata (8,8%). Cepen, opyroi
BikoBoi rpynu — C. albicans (53%) 1a C. glabrata (5,8%).
Cepeg, xiHok 43-55 pokiB — C. albicans (8,8%). 3Ha-
YyHe BuaineHHs gpixaxononibHnx rpmbie pony Candida
SppP. Y XIHOK nepLunx ABOX BIKOBMX rpymn MnoB’s3aHe
3 MiOBULLLEHHAM PIiBHA €CTPOreHy Ta HaKOMUYEeHHSM
BEJINKOI KiJIbKOCTI MMiKOreHy, WO B CBOIO Yepry Crpuse
36inbLUeHHI0 Yncna Lactobacillus spp., siki npoayKyoym
y BENUKil KinbkOCTi kucni metabonitu, 3miHioloTb pH
y Kucnuii 6ik, Wo cnpuse KoHTamiHauii Mikpodnopu
reHianbHOro TpakTy JApixmkononibHux rpubis poay
Candida spp.

BucHoBku

1. 3a pesynbtratamMu 0O6CTEXEHHS OyN0 BCTAHOB-
NIEeHO, WO cepen 276 [oCnioXyBaHMX NauieHTokK y 32
(11,6%) BuABNeHWn HopMoOLEHO3 Ta y 244 (88,4%)
XiHOK AMCc6i03 yporeHiTanbHOro TpakTy.

30iNblWEeHHs  TUTPY NpencTaBHUKIB
poais Enterobacteriaceae spp.,
Staphylococcus spp. Ta Streptococcus
spp. MOSACHIOETLCH eTioNoriyHnMm
3HAYeHHAM  JaHuX  NpeacTaBHUKIB
MiKpPOOpraHi3amis y PO3BUTKY
aepobHOro BariHiTy Ta 3HUXEHHSIM
KiNIbKOCTI NpeaCTaBHUKIB HOPMasbHOI
MiKPODIOPU YPOreHiTaNIbHOro TPakTy
XiHOK Lactobacillus spp.

3a pesynbratamn KynbTypanbHOro
OOCNioXeHHs npu  6akTepianbHOMY
BariHo3i B 28,4% BB 06yB acoui-
nosaHwnm 3 L. iners, €Ki 3arimailoTb
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B AepoGHuii BariHit

B HopmoneHos

3Ha4yHe Micue cepen BUMOOBOro
pi3HOMaHITTS nakTobaKTepiin NiXBOBOro
cepenoBula, ane y MnOpPIBHAHHI 3
ocTaHHiMMHe npoaykyloTbH,0,. L. iners

Puc. 2. 3miHun aKicHO-KiNbKiCHOro cknaay npeacTaBHUKIB HOPMaJibHOI Ta
YMOBHO-MATOreHHOoI MiKpodiopu reHiTasnbHOro TpakTy Npu aepooHoOMY

BariHiTi.

SABASIOTBCS  BAXKO  KYNbTUBYIOHMMU
naktobakTepisMm, ToMy ix Oyno BUsB-
JIEHO NILLE MPU MOCIBax Ha MOXUBHUX
cepepoBuiax 3 OedibprHoBaHOO
KpoB’t0 GapaHa.
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100000000

10000

BKa3aHoO, LLO

npwu 6akTepianbHOMY BariHoO3i &

KinbKiCTb L.iners CTaHOBUTH TS
107 KYO/mn, npencTaBHUKIB <

poais Enterobacteriaceae spp.,

Streptococcus spp., Staphylococuus
spp - 10* KYO/mn, Gardnerella

Kinbkicrs mikpoopramnizmis, KYO/ma
<.

W bakrepiajibHuii Barino3 acouiioBanuii i3 L.iners

B HopwmouieHos

vaginallis — 107 KYO/mn, Prevotella
spp., Fusobacterium spp., Veillonella

Puc. 3. AkicHo-KinbKiCcHi noka3Huku 36yaHUKIB 6GaKkTepianbHOro BariHo3sy

acouinoBaHoro 3 L. iners.
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2. BctaHoBneHo, o npu HopMoueHo3i  glabrata (8,8%). Cepen xiHOK Big 26-42 pokie — C.
KinbkicTb - Lactobacillus 'sp% tCTa;OBth|7 10° KYO/  ajbicans (53%) Ta C. glabrata (5,8%). Cepen, XiHOK Bifl
MJ, NpencTtaBHUKIB popiB Enterobacteriaceae spp., : ;

Streptococcus spp., Staphylococuus spp - 10* KYO/ 43 Ao 55 poxis - C. albicans (8,8%).
mn, Gardnerella vaginallis — 10 KYO/mn, Prevotella ) _ i
spp. — 102 KyO/Mﬂ, Fusobacterium spp., Veillonella MaHI eKCcrnepumMeHTasibHI daHl npeacTtaBidaloTb Mpak-
spp., Mobiluncus spp., Peptostreptococcus spp. — 102 TUYHWIA iHTEpeC, OCKINbKM OaHi, OTPUMaHi B pesysnbTarTi

MepcnekTuBn noganbwinx pocnigpkeHb. OTpu-

KYO/mn, Atopobium vaginae — 102KYO/mn. JoCnifXeHb, MOXYTb GYTU BMKOPUCTaHI Ana nopasb-
8. B|{u:|,03a "u'eHTMqJIKa”";! Lactobacillus spp. BUSIBM-  1oro aHanisy cniBBiAHOLEHHS aepobHMX Ta aHaepob-

na L. crispatus — 51,2%, L. iners — 32,1%, L. gasseri — . L : i

19,2%, Lactobacillus spp. — 7,5%. HUX MIKPOOPraHi3MiB ypOreHiTasbHOr0 TPaKTy >XIHOK

4. MNpy KaHOMOO3HMX MOHOIHMbEKLISX cepen, kiHok ~ Ta PO3Po0kM 3aco6iB Ansi MPODINaKTUKK Ta ikyBaHHs
Big, 18 no 25 pokiB BuaineHi C. albicans (23,5%) ta C.  ancbio3iB yporeHitanbHOro TpakTy XiHOK.
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YOK 57.579.61:616-078

CKNAO MIKPO®DJIOPU YPOTEHITAJZIBHOINO TPAKTY XIHOK B HOPMI TA NMPU NATOJIOMN4YHUX
YCKNAOHEHHAX

loHyaposa C. 10., lonopgok J1. ., Xnonosa O. B., BiHHikoB A. I.

Pe3iome. BuaineHo, ineHTdikoBaHO TanpoBeAeHO aHasli3 CriBBiAHOLWEHHA HOPMasbHOI Ta YMOBHO-MATOreHHOI
aepobHOI i aHaepoObHOI MiIKpOodIOPK NPU NATONONYHMX CTaHAX YPOreHiTaNbHOro TPakTy y 276 XiHOK Bikom Big, 18
[0 55 pokiB 3a 4ONOMOrol KynbTypanbHoro metoay. OpepxaHri B xofi poboTu pe3dynbrati nokasdyTb HacToTy
BUSIBNIEHHS YMOBHO-MATOMEHHUX MiKPOOPraHi3MiB 3 ypOreHiTaibHOro TPaKTy XiHOK Ta CMiBBiAHOLLEHHSA aepobHOi Ta
aHaepoObHOoi Mikpodiopy Npu AMCOIOTUYHMX NopyLLEHHAX. HaykoBo-aocnigHa poboTa npeacTaBnsie npakTUYHUA
iHTepec, OCKiNbkn AaHi, OTpUMaHi B pe3ynbTaTi 4OCNiaXKeHb, MOXYTb OYTN BUKOPUCTaHI 415 NOAAsNbLLIOrO aHanidy
CNiBBiIAHOLLEHHS aepOOHMX Ta aHaepoOHMX MIKPOOPraHi3MiB ypOreHiTanbHOro TPakTy XiHOK Ta po3pobku 3acobis
Ons npodinakTuky Ta NikyBaHHs ANCOi03iB ypOreHiTanbHOro TpakTy XiHOK.

Kniouogi cnoea: anc6ios, mikpodnopa, ineHTndikauis, yporeHitanbHui TpakT.
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COCTAB MUKPODJIOPbl YPOTEHUTAJIbHOIO TPAKTA >XEHLWMH B HOPME U NMPU NATOJIOIU-
YECKUX OCNTOXKHEHUAX

loHyaposa C. 0., lonogok J1. ., Xnonoea E. B., BuHHukoB A. U.

Pes3iome. BbigeneHbl, noeHTMdnumMpoBaHbl M NPOBEAEH aHANN3 COOTHOLUEHUS HOPMAaslbHOW M YCOBHO-
naToreHHoM adpPoBHOM 1 aHadPOOHOM MNKPOGDIOPLI NMPY NATONIOMMYECKMX COCTOSIHUAX YPOTreHUTaNIbHOrO TpakTa
y 276 XeHwuH B Bo3pacTte oT 18 0o 55 net ¢ nomoLbio KynbTypanbHOro metoaa. lNonyyeHHble B xoae padboTbl
pe3ynbTaTbl MOKa3bIBADT YaCTOTY BbIABIEHUS YCNOBHO-NATOrEHHbIX MWUKPOOPraHU3MOB U3 YPOreHUTasbHO-
ro TpakTa XEeHLIMH N COOTHOLLIEHME a3p0OHON N aHa3POOHOM MNUKPOGIOPLI NPU ANCOUOTUYECKUX HAPYLLIEHUSNAX.
HayuHo-uccneposartenbckas paboTa npeactaBnseT NpakTUYeckuii MHTEPEC, NOCKOMbKY AaHHbIe, MOJIyYEeHHbIE B
pesynbrate uccrenoBaHuii, MoryT ObiTb NCMOMb30BaHbl AJ1s1 AaslbHENLLEro aHanmMaa COOTHOLLEeHUS1 a3pPOo0HbIX 1
aHadPOBHbIX MUKPOOPraHN3MOB YPOreHUTaIbHOro TpakTa XEeHLLUMH 1 pa3paboTkn cpeacTs s NpodunakTukm n
NiedeHnst AMcomosa yporeHNTasnbHOro TpakTa XEHLLMH.

KnioueBble cnoBa: g1cbnos, Mukpodopa, noeHTUbUKaLmMs, yporeHNTanbHbIA TPAaKT.
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THE COMPOSITION OF MICROFLORA UROGENITAL TRACT OF WOMEN IN HEALTH AND DISEASE

Honcharova S. Y., Golodok L. P., Khlopova O. V., Vinnikov A. .

Abstract. The purpose of the study was qualitative and quantitative ratio representatives of normal microflora,
isolation and identification of microorganisms genitourinary women with pathological complications.

The object of the study was to analyze the correlation analysis of normal and pathogenic aerobic and anaerobic
microorganisms urogenital tract of women in various pathological complications.

For the task was applied and culture method. Obtained in the course of the results showincidence of opportunistic
microorganisms from urogenital tract of women and the ratio of aerobic and anaerobic microorganisms during
dysbiotic disorders.
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A survey found that among the 276 patients studied, 32 (11.6%) was found in normotsenoz and 244 (88,4%)
women dysbiosis urogenital tract caused by opportunistic aerobic and anaerobic microorganisms. Among 244
women were dysbiotic identifying violations, such as aerobic vaginitis — 20,7%, bacterial vaginosis — 17,4%, vaginal
candidiasis — 28,6%, urogenital mycoplasmosis — 9,4% and mixed dysbiosis, aerobic and anaerobic dysbiosis -
6,9% and bacterial vaginosis is associated with urogenital mycoplasmosis — 5,4%.

In reproductive tract of women through cultural research conducted identification of the genus Lactobacillus
spp. It found a high frequency allocation L. crispatus — 51,2%, L. iners — 32,1%, L. gasseri — 19,2% and other
Lactobacillus spp., — 7,5%. The study refuted the idea of the leading role type L. acidophilus pool lactic acid bacteria
in the vaginal microbiota, this type has never been identified among all strains.

To assess the general state of microbiota in various pathological conditions caused by opportunistic
microorganisms genitourinary and women due to the fact that the research exposed samples, which normally
contains a variety of flora, the leading role belonged to the qualitative and quantitative assessment of different types
of microorganisms in associations isolated from pathological material.

In the study of imbalances microflora, aerobic vaginitis was due to a violation of qualitative and quantitative
ratio representatives of normal and pathogenic microflora. The increase in titer of representatives of the families
Enterobacteriaceae spp., Staphylococcus spp. and Streptococcus spp. explained etiological value of these
representatives of microorganisms in aerobic vaginitis and decrease the number of representatives of the normal
microflora of the urogenital tract of women Lactobacillus spp.

For culture results in bacterial vaginosis in 28,4% of BV was associated with L. iners. which On the basis of
the results suggests that L. iners indication may indicate a tendency to develop BV and recolonization of L. iners
after an episode of bacterial vaginosis may be a risk factor for relapse. The issue of L. iners pathogenic role in the
development and recurrent bacterial vaginosis remains open.

A significant allocation of yeast fungi of the genus Candida spp. women first two age groups is associated with
increased estrogen levels and the accumulation of large amounts of glycogen, which in turn increases the number
of Lactobacillus spp., Are producing a large number of acidic metabolites, the change in pH the acid side, which
contributes to contamination tract microflora brilliant yeasts kind Candida spp.

Research work is of practical interest because the data obtained from the research can be used for further
analysis ratio of aerobic and anaerobic microorganisms urogenital tract of women and the development of tools for
the prevention and treatment of dysbiosis urogenital tract of women.

Keywords: dysbiosis, microflora, identification, urogenital tract.
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