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KARYOTYPIC RACE KIEV IN THE RIGHT DNIEPER BASIN (BELARUS): POLYMORPHISM 
AND CONTACT WITH OTHER RACES OF SOREX ARANEUS  
Aims. To describe the of chromosomal polymorphism of karyotypic race Kiev and its contact zones with 
other races karyological analysis of common shrews in the right Dnieper basin (Belarus) was carried out. 
Methods. Chromosomes of common shrews collected in 11 points were identified by the G-pattern. Results. 
The northeastern part of the Kiev race area is located between rivers Pripyat and Berezina. Along the river 
Ptich race Kiev borders and contacts with race Bialowieza and in Bragino vic. – with race Neroosa. The fre-
quency of diagnostic metacentrics in the studied populations of races Kiev, Bialowieza, and Neroosa was 
lower than in populations of the same races in the main parts of their ranges. Conclusions. Probably, the ob-
served polymorphism in populations in the right Dnieper basin is resulted by a spread of the diagnostic 
chromosomes of the Kiev, Bialowieza, and Neroosa races in populations with acrocentric karyotype which 
lived in this territory in the Pleistocene. 
Key words: karyotypic races, Sorex araneus, Rb fusions, polymorphism. 
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NONMENDELIAN INHERITANCE IN SEXUAL PROGENIES 
Aims. It was shown by us early that ratio of phenotypic classes in agamospermous progenies may be deter-
mined by combinatorial process not connected with changes of chromosome set in embryogenesis entering 
cells. Finding the phenomenon allowed us to raise a question about the possibility regarding the existence of 
an analogous combinatorial process also in the sexual progeny formation. Methods. Analysis of hybrid prog-
eny obtained by hybridization of two homozygous plants differing in two marker enzyme genes was carried 
out. Results. One out of 77 analyzed hybrid plants has homozygous phenotype and one has homozygous 
genotype on the gene Me1 controlling malic enzyme, under their heterozygosity on the second marker gene 
Gpi2 controlling glucosephosphate isomerase-2. These two plants heterozygosity on Gpi2 is suggestive of 
their passed hybridization, but their homozygosity on Me1 points out the existence of the combinatorial 
process. Conclusions. Obtained results can be explained by polyteny of chromosome regions carrying 
marker genes and by excessive chromatin copies random equi-probable diminution from the embryogenesis-
entering zygote. 
Key words: Beta vulgaris L., hybridization, polyteny, zygotic combinatorial process, nonmendelian inheritance. 


