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tion and plant regeneration were developed. Transgenic plants of D. linguella carrying des ::licBM3 hybrid 
gene were selected and analyzed. Conclusions. D. linguella plants with high level of transgene expression 
showed change in fatty acid spectrum toward linolenic acid accumulation.  
Key words: desaturase, transgenic plants, Dendrobium linguella. 
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THE ANALYSIS OF THE EFFECTIVENESS OF THE SUNFLOWER (HELIANTHUS ANNUUS L.) 
AGROBACTERIUM-MEDIATED TRANSFORMATION IN PLANTA USING STRAIN LBA4404 
HARBORING PLASMID pBi2E WITH DOUBLE-STRANDED PROLINE DEHYDROGENASE 
GENE RNA-SUPPRESSOR 
Aims. The effectiveness of (Helianthus annuus L.) transformation in planta using strain L 4404 harboring 
plasmid pBi2E with dsRNA-suppressor (double sequence RNA-suppressor) of proline dehydrogenase gene 
and selective neomycin phosphotransferase II gene (nptII) was analyzed. Methods. Agrobacterium-mediated 
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genes transfer in planta during sunflower’s pollination. Results. Seeds, RCR-analysis of which confirmed 
availability pro1 gene exon, of T0- and T1- sunflower’s plants have been obtained. Conclusions. It has been 
shown the possibility of stable integration of the transgene at the sunflower’s genome under Agrobacterium-
mediated transformation in planta. 
Key words: Helianthus annuus L., Agrobacterium-mediated transformation in planta. 
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