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MOLECULAR GENETIC METHODS FOR IDENTIFICATION OF ALLELIC VARIANTS OF WX 
GENES IN SOFT WHEAT LINES BY CODOMINANT MOLECULAR MARKERS 
Aims. Starch texture is one of the important factors in the quality of wheat products. Thus, it is important to 
control the amylose content in starch. There are three genes controling the synthesis of amylose: Wx-A1, Wx-
B1 and Wx-D1. Each gene can occur in several allelic variants: active allele (a) encoding the protein synthe-
sis Wx, null allele (b) in which the synthesis of a functional protein is absent, and functional Wx alleles with 
different enzymatic activity of protein GBSSI. Methods. The most reliable way to assess the allelic state of 
Wx genes is molecular marking using polymerase chain reaction. Results. Among the studied wheat lines 
Wx-1 and Wx-6 by codominant molecular markers there were identified homozygous plants carrying null 
alleles of Wx-A1, Wx-D1, Wx-B1, and heterozygous plants for Wx-B1. Conclusions. Homozygous and het-
erozygous allelic states of the Wx wheat genes were distinguished and can be effectively involved in the 
breeding process. 
Key words: Triticum aestivum L., PCR, DNA marker, marker-assisted selection. 
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1 1/1 22 40,34 101 0,399 8-10 20,5-31,0 1,22 20 23,5 
2 1/2 20 43,22 114 0,379 4,0-5,0 19,0-22,5 1,09 11 24,8 
3 1/3 26 80,70 199 0,406 5,0-6,0 19,0-27,1 2,25 25 23,3 
4 1/4 32 81,52 257 0,317 7,0-9,0 22,1-27,3 2,5 21 20,0 
5 1/5 30 79,90 123 0,650 6,1-9,0 24,0-29,3 2,45 17 20,6 
6 1/6 35 162,70 235 0,692 6,1-8,2 25,1-30,2 3,19 26 20,6 
7 1/7 7 3,20 7 0,533 6,0-8,0 17,3-23,5 - 5 21,1 
8 1/8 40 133,02 226 0,589 7,5-7,6 23,2-27,0 2,44 30 19,1 
9 1/9 50 106,82 301 0,355 5,0-5,5 15,2-17,3 3,55 29 18,4 

10 2/1 40 93,10 240 0,388 5,0-6,0 18,5-31,0 1,09 14 20,6 
11 2/2 31 89,92 276 0,326 3,5-4,5 8,1-21,3 0,05 18 21,9 
12 2/3 3 4,76 54 0,088 2,0-2,5 8,2-12,0 0,06 9 21,4 
13 3/1 19 99,88 98 1,019 9,0-9,2 30,0-33,0 1,38 17 21,8 
14 3/2 16 80,42 95 0,847 10-1,0 22,1-27,6 - 22 21,1 
15 3/3 21 90,72 114 0,796 6,1-7,2 28,2-29,3 0,68 19 20,7 
16 1  81,26 170 0,48 9,0 15,0-25,7 2,08 23 21,3 
17 2  62,6 190 0,467 5,5 14,1-21,4 0,4 20 21,3 
18 3  90,34 102 0,800 9,0 18,0-29,6 0,69 15 21,2 
19 4  87,31 150 0,544 8,6 17,2-25,4 1,05 25 22,3 
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BIOTECHNOLOGICAL APPROACHES TO SELECTING OF CREATION OF  
ALOPECURUS INTERSPECIFIC HYBRIDS 
Aims. The first attempt to work out genomic technology selection Alopecurus platensis L. was made with the 
purposeful aim to convert genome and to expand gene pool of initial material and increase efficiency of se-
lection. Methods. The subject of exploring were parental and hybrid forms A. platensis and A. ventricorus 
Pers. Results. Hybrid plants were characterized by seed and feed efficiency, by content of total protein and 
soluble carbohydrates. A variability polypeptide spectrum of total proteins was detected among hybrid plants 
confirmed by coefficient of similarity.  
Key words: Alopecurus, hybrid plants, selection, protein. 
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