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STUDY OF RESISTANCE OF INTRADUCED COTTON VARIETIES AND FORMS TO WILT 
HYBRIDS 
Aims. On artificial-infections background the phytopathological assessment of Verticillium wilt resistance 
was carried out in interspecific hybrids of cotton. Methods. Phytopathological used methods are tested for 
the first genereition (F ) cotton hybrids. Results. Resistance assessment of interspecific cotton hybrids to 
Verticillium wilt showed that these were the best hybrids: 617-   Termez-7; 147-   Todlo-16; Pima-5-1 x 
3273; 5476-U x -487; Pima-S-4 x 18819; Antep x 159-F; S-2607 x kk-1543; AP-200 x S-5497; Aca-
la-1517 BR x Antep. These hybrids were higher than 5 g., which was an indicator of high productivity. Con-
clusions. Experience of plant resistance to diseases shows that resistant varieties can be achieved by distant 
hybridization and they can be further tested for several years on a special background. Thus obtained inter-
specific hybrids can be used in the selection process as donors for this Verticillium wilt resistance in forming 
new resistant and tolerant cotton varieties. 
Key words: Cotton, phytopathologi, resistance, hybrids, wilt. 
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EVALUATION OF GENETIC POLYMORPHISM IN CHORNOGORA POPULATIONS  
OF GENTIANA LUTEA L. (GENTIANACEAE) FROM UKRAINIAN CARPATHIANS: 
 RAPD-ANALYSIS 
The aim of the work was to study population genetic diversity of three Chornogora populations of Gentiana 
lutea L. using RAPD markers. Molecular-genetic analysis allows to generate information on species genetic 
diversity, uniqueness of gene pool in isolated populations and elucidate to what extent they are endangered 
by the inbred depression. This is essential for further development of scientifically substantiated approaches 
to conservation of this species. Methods. Genetic variability of 45 plants from three populations of G. lutea 
was estimated by RAPD-analysis using 10 primers. Results. Comparison of three populations under study 
revealed similarity of their genetic polymorphism. As evidenced from the dendrogram of the genetic rela-
tions between populations, samples from Pozhyzhevska population were closer to Sheshul population one, 
while those from Lemska mountain valley are genetically more distant. By the results of AMOVA the 
proportion of distinctions between G. lutea populations within the general distribution of genetic variation 
made up 72 %, while that of polymorphism inside populations constituted 28 %. Conclusions. Comparison 
of the data obtained as regards the level of genetic polymorphism in G. lutea with those described for other 
species from family Gentianaceae found comparable or higher indices of variation in our studies. Our find-
ings may suggest the absence of threat for genetic erosion of this species. 
Key words: genetic polymorphism, RAPD-analysis, Gentiana lutea L., Chornogora populations, inter- and 
intrapopulation variability. 


