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INHERITING THE GLAND HAIRS MORPHOLOGICAL FEATURES BY THE POSTERITY 
Aims. The article deals with the research of inheriting the morphological features of gland hairs by the 
posterity. The connection between the existence of the gland hairs and the concentration of cannabinoids in 
the hemp plants was investigated. The selective work was aimed at lowering the cannabinoids content in the 
hemp plants by means of selecting the plants with less gland hairs as they are mainly the bearers of the 
substance. Methods. During the investigation the stereoscopic microscope was the main device and the 
method of the thin layer chromatography was used. The cannabinoids quantity was defined by the gas and 
liquid chromatograph of the type Hewlett Packard 3380 A. The inner standard of the experiment was methyl 
ether of the stearin acid C19H38O2. Results. The second generation hybrids demonstrated splitting by the 
phenotype. The hybridological analysis proved dominating the gland hairs over their absence. Conclusions. 
Besides the interaction of two dominant genes was shown as the new morphological feature - the gland form 
which was the proof of the genes complementary result. 
Key words: lowering the cannabinoids content, gland hairs, inheriting, morphological features, thin layer 
chromatography method. 
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 1.          

’     
   ’      

 0,48±0,028 0,40±0,021 ESR  0,52±0,027 0,60±0,026 0,001 

1 0,62±0,020 0,66±0,020 NCOA1 2 0,38±0,030 0,34±0,027 0,001 

 0,58±0,019 0,53±0,016 PRLR  0,42±0,022 0,47±0,017 0,001 

 0,73±0,018 0,75±0,015 FSHR  L 0,27±0,030 0,25±0,026  –  
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 2.     ’     
 , ‰ , ‰ , ‰ , ‰ 

 ’  3,64±0,28** 2,33±0,26 4,26±0,38** 4,09±0,33** 

 4,58±0,21 2,60±0,21 3,11±0,26 5,56±0,32 
. ** <0,01      . 
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RELATIONSHIP WITH STABILITY GENOME OF DIFFERENT GENOTYPES GENES  
PLAY SOWS 
Aim. The aim of this study was to investigate the association of genotypes communication complex genes 
reproductive capacity of sows genome and identify the most promising in terms of increasing bahatoplidnosti 
studied animal populations combination. Methods. Studies were conducted by using standard molecular 
genetic and cytogenetic methods. In cytogenetic preparations take into account the level of cells with 
micronuclei (MN), dual (AH) and apoptotic (AP) cells, and mitotic index (MI). The study of gene 
polymorphism ESR, NCOA1, PRLR, was performed by PCR–RFLP. FSHR gene polymorphism was 
performed method Bi-Passa (without restriction). Results. Detected frequencies of alleles and genotypes of 
genes FSHR, NCOA1, ESR, PRLR and the animals Ukrainian meat and Welsh breeds. Advantage of sows 
Ukrainian meat and Welsh breeds certain genotypes over their counterparts. A cytogenetic testing sows and 
found that the frequency of cells with micronuclei affects the twins and the percentage of emergency 
farrowing. In studying the stability of the genome due to different genotypes of genes reproductive capacity 
of sows was found that both sows carrier all 4 desired alleles of both species even at high levels of cells with 
micronuclei is a high percentage of twins and preservation of offspring. Conclusions. Pattern revealed 
positive effects of alleles ESRB, NCOA1A1, PRLRA, FSHRC. The authentic correlation between productivity 
performance and the level of micronuclei animals suggests that animals should be selected not only based on 
DNA markers, but you should still take into account the stability of the genome of pigs. More stable gene 
was observed in animals with desirable and intermediate genotypes to genes ESR/NCOA1/PRLR/FSHR. 
Key words: gene receptor gene, lymphocyte, sow, multiple. 
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