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The paper presents results of investigation of bread winter wheat by
clectrophoretic spectra of storage proteins aimed to identify genetic formulaofa
sample by loci of storage proteins, to determine the homogeneity / heterogeneity
of a genotype according to marker loci, to identify the presence of 1BL/IRS
and 1AL/1RS rye translocations based on analysis of the genotypes by Glu-A1,
Glu-Bl, Glu-DI loci and taking into account the presence of translocation
IBL/1RS to predict previously grain quality level of specific genotype.
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Introduction. Hybridization and mutations are the source of genectic
heterogeneity in plant evolution and breeding. Associations of genes are being
formed both in the process of evolution and in the course of breeding. Most of
the achievements of modern breeding are based on developing by hybridization
and selection new associations of genes that contribute to a significant increase
in productivity of agronomic part of agricultural plants. Suitable complexes or
associations of genes improve adaptation of genotypes, in particular increase
resistance to pests and discases, low temperatures etc.

With the purpose of identifying genotypes and estimating varietal purity
and researching regularitics of formation of adapted complexes of genes
during selection, identifying associations of allelic variants of clusters of
storage protein genes with loci that control the expression level of quantitative
traits nowadays methods of molecular genetic markers are being widely used.

Analysis of literature, formulation of the problem. It is known that
populations with high level of variability of external morphological characters
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have elevated levels of proteins variability two. This suggests that on molecular
level the same regularities are revealed as at the level of traits of the organism.
It is more difficult to establish breeding value of alleles that can be identified at
the molecular level than morphological traits. However, based on the existing
ideas about patterns of inheritance and variability it is impossible to imagine
the emergence of new properties of genotype with no changes at the molecular
level. Considering the high level of genome organization in genotypes resulted
from targeted selection foruseful traits (performance, product quality, etc.) most
processes are accurately controlled. Therefore, the variability at the molecular
level has more close association with the change of traits and properties of
the organism, which is especially true for self-pollinating plants [1]. Loci
of storage proteins remain comfortable molecular genetic markers in wheat
genetics, breeding and seed production. This is due to their features: a plurality
of loci, cluster organization of genes in loci, a high level of polymorphism,
direct impact of storage proteins on dough properties [1, 2].

Electrophoretic analysis of storage proteins in selection samples allows to
solve the following problems: 1 —to identify genetic formula of sample by loci
of storage proteins; 2 — to determine the homogeneity / heterogeneity of the
sample according to the marker loci; 3 — to detect random impurities; 4 — to
identify the presence of 1BL/1RS and 1AL/1RS wheat-rye translocations; 5 —
based on the analysis of genotypes for Glu-A1, Glu-Bl, Glu-DI loci and taking
mto account the presence of 1BL/1RS translocations previously to predict
level of grain quality of specific genotype.

The aim and tasks of the research — to identify by electrophoretic spectra
of grain storage proteins new perspective lines selected in final breeding links
as well as bread winter wheat varieties.

Materials and methods. Perspective winter wheat genotypes in final
breeding links (2013-2015) were studied at the laboratory of ecological plant
genetics and biotechnology of Institute of Plant Protection of NAAS.

To carry out electrophoresis of gliadins in 10% polyacrylamide gel amethod
developed and modified by the authors [3, 4] was used. Electrophoresis was
completed when leaving 3.5 labels of dye. Gels were stained overnight with
solutions containing 0.02% coomassie R-250, 5% ethanol, 6% acetic acid, 6%
Trichloroacetic acid. After staining the gels were washed in water. Dried gels
were scanned to obtain images.

Electrophoresis of high molecular subunits of glutenins with sodium dodecyl
sulfate (SDS) added was conducted by a modified Laemmli’s method [5].

Alleles of main loci of gliadins were identified by E. V. Metakovsky’s [6]
Catalogue with some additions. Alleles of HMW-subunits of glutenins were
identified by Catalogue of P. Payne and G. Lawrence [7].

To identify some alleles comparison of spectra of a sample with spectra of
lines or varieties with known alleles by loci of storage proteins was carried
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out. G/i-Bl/ allele is a marker of 1BL/1RS wheat-rye translocation |1, 6], allele
designated as Gli-A1w is a marker of 1AL/1RS wheat-rye translocation [4].

Potential mark of baking quality was noted by the scale according to
P. Payne et al. [8] based on genotypes with Glu-Al, Glu-BI, Glu-DI loci
and taking into account the presence of 1BL/1RS wheat-rye translocation.
By method of electrophoresis of gliadins in the acidic medium and SDS-
electrophoresis 5-11 individual caryopsis of each sample were analyzed.
Genotype of each caryopsis was fixed by Gli-A1, Gli-Bi, Gli-DI loci of gliadins
and high molecular subunits Glu-A1, Glu-B1, Glu-DI of glutenins.

Results and discussion. When analyzing electrophoretic spectra to identify
impurities, blocks of protein components encoded with G/i-42, Gli-A3 loci
were taken into account. Genetic formulas of breeding entries analyzed are
given in Table 1.

Genotypes Lutescens 36857, Erythrospermum 37038, Erythrospermum
37189, Lutescens 37203, Lutescens 36900, Lutescens 37106, Lutescens 37129,
Erythrospermum 36844, Ferrugineum 36258, Lutescens 35354, Lutescens
36926, Erythrospermum 37028, Svitanok Myronivs'kyi, individual selection
(IS) from Ekonomka variety and Ekonomka variety per se were proved to be
heterogeneous by one (or more) locus of storage proteins. These samples had
2 biotypes for a certain marker locus.

1AL/1RS wheat-rye translocation that carries resistance genes Gb2, Pm 17, Cm3,
SriRS* % has been identified in the sample Erythrospermum 37038 (Table 1).

IBL/1RS wheat-rye translocation that carries resistance genes Pms, Sr31,
Lr26, Yr9 |9] has been identified in 20 samples: Lutescens 36857, Lutescens
37262, Lutescens 37030, Lutescens 37203, Lutescens 36900, Lutescens
37106, Lutescens 37116, Lutescens 37292, Erythrospermum 37135, Lutescens
35232, Lutescens 37090, Lutescens 36921, Lehenda Myronivs'ka, Svitanok
Myronivs'kyi, Myronivs'ka zolotoverkha, Voloshkova, Yuviliar Myronivs'kyi,
Kalynova, Kolos Myronivshchyny, IS 241/05 (11/06) (the last being received
from the laboratory of wheat genetics of MIW); another three samples were
proved to be heterogencous for the presence of this translocation (Lutescens
36926, IS Ekonomka and Ekonomka).

By Gli-A1 locus in samples there were detected 8 alleles with the dominance
of b and x alleles. By G/i-BI locus 6 alleles were detected. G/i-Bl/ allele —
marker of rye translocation — dominates, G/i-Blb allele was the second for
occurrence frequency. 5 different alleles were identified by G/i-Did locus with
Gli-DIb allele prevailing among them.

Among 3 alleles by Glu-A1 locus alleles a and b have a high frequency. By
Glu-Bl locus 3 alleles with prevalence of Glu-Blc allele were detected. The
d allele predominates by locus Glu-DI that has a significant positive effect on
baking quality. Among alleles identified Glu-Ala, Glu-Alb, Glu-B1b alleles
have a significant positive impact on dough quality.
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New winter wheat perspective source material by loci

of storage proteins and potential mark of quality

Table 1
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Oberih MYR 0 b b b c a 7
MYR zolotoverkha 0 1 g b c d 6
LUT 36832 y b f a C d 9
Voloshkova X 1 b a c d 6
Yuviliar MYR X | b b c d 6
IS Ekonomka b+x | b b b c d 6-9
Ekonomka b b+ b b c d 9-6
Kalynova f 1 b b b d 7
Kolos MIR b 1 b b b d 7
IS 241/05, 11/062 f | ] b b d 7
IS 77558/052 f b b a b d 10
Zernohradka / LUT 33532 b e g b b a 8

ote: | —b+d, efc. — sample being heterogeneous by a particular
locus of storage proteins (there are two biotypes); 2 — the sample was
received from the Laboratory of Wheat Genetics of MIW).

Counting of potential mark of baking quality in the breeding sample
analyzed based on genotypes by Glu-Al, Glu-Bl, Glu-D loci considering
negative impact of 1BL/1RS translocation on the dough quality showed that
samples Erythrospermum 37189, Lutescens 37209, Ferrugincum 36258,
Erythrospermum 36846, Erythrospermum 37157, Erythrospermum 37028
(Horlytsia Myronivs ka) Lutescens 36832, ID 77558/05 (2/06), Ekonomka
have the highest quality marks (9-10) (Fig. 1, 2).
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Fig. 1. Electrophoregrams of gliadins of some bread winter wheat genotypes:
1-5 — breeding sample FER 36258; 6-10 — ER 36846; 11-15 — ER 37135;
16-20 — ER 37157, 21-25 - LUT 35354
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Fig. 2. Electrophoregrams of gliadins of some bread winter wheat genotypes:
1-5 — breeding sample LUT 35232; 6-10 — LUT 37090; 11-15 - LUT 36921;
16-20 — LUT 36926; 21-25 — ER 37028 (Horlytsia Myronivska)
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Fig. 3. Electrophoregrams of gliadins of some bread winter wheat genotypes:
1-5 — breeding sample LUT 36756; 6-10 — Lehenda Myronivs'ka; 11-15 —
Svitanok Myronivskyi; 16-20—Oberih Myronivskyi; 21-25-MYR zolotoverkha

Comparison of data of analyzing perspective genotypes with literature
data [4] regarding to the occurrence of alleles by loci of storage proteins in
varieties of Myronivka breeding in different years shows that in new source
breeding material analyzed some samples have alleles by Gli-1 loci which
did not previously occur in MIW varieties: Ne 16 (Gli-Bli), 15 (Gli-Alg), 13,
20, 26 (Gli-Blg) (Fig. 3). In line Erythrospermum 37028 (variety Horlytsia
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Myronivs'ka) biotype that carries Gli-DIx (GLD 1DI10) was detected.

Characteristics of breeding samples are given in Table 2.

Conclusions. 1. Genotypes of new source material of bread winter wheat
by gliadin Gli-A1, Gli-Bl, Gli-DI loci and high molecular subunits of glutenins
Glu-Al, Glu-BI, Glu-DI have been identified.

2. In sample Erythrospermum 37038 1AL/1RS wheat-rye translocation has
been identified, whereas in 20 samples 1BL/1RS wheat-rye translocation was
identified, and three samples (Lutescens 36926, IS Ekonomka, Ekonomka)
were heterogencous for the last translocation.

3. The Gli-Alb, Gli-Alx, Gli-Bll alleles (marker of rye translocation), Gli-
Blb, Gli-D1b, Glu-Al a, Glu-Alb, Glu-Blc, Glu -DId have been detected in
material tested as prevailing ones.

Table 2

Characteristics of new source material of winter wheat by purity,
heterogeneity, frequency of certain alleles, potential mark of baking quality

Characteristics Genotype

Number of
lines pieces
ppiecespieces
pieces
% lines

Carrying 1AL/IRS
wheat-rye translocation

(resistance genes Gb2, 1 2,5 | ER 37038
Pml17 Cm3, SriRSAme

(LUT 36857. LUT 37262. LUT
37030, LUT 37203, LUT 36900,
. LUT T 37106, LUT 37116, LUT
Sviggtiﬁfelt?zggfaﬁon 37292, ER 37135. LUT 35232,
e g 20 | 50 [LUT 37090, LUT 36921, Lehenda
s S T MYR., Svitanok MYR. MYR

’ ’ zolotoverkha, Voloshkova,
Yuviliar MYR, Kalynova, Kolos
MYR. IS 241/05(11/06)

Heterogeneous by
IBL/IRS presence 3 7,5 | LUT 36926, IS Ekonomka, Ekonomka

ER 37189, LUT 37209, FER 36258,
ER 36846, ER 37157, ER 37028

Quality mark 9-10 8 20| (Horlytsia MYR), LUT 36832,

IS 77558/05(2/06), Ekonomka
Having alleles by the FER 36258 (Gli-Bli), ER 36844
Gli-1 loci which did 6 15 (Gli-A1g), LUT 37129, LUT 35354,
not previously occur LUT 36756 (Gli-Blg). Biotype ER
in MIW varieties 37028 carries Gli-Dix (GLD 1D10)
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4. Potential mark of baking quality in samples tested based on
genotypes by Glu-Al, Glu-Bl, Glu-DI loci considering the negative impact
of 1BL/IRS wheat-rye translocation on dough quality was detected.
Samples Erythrospermum 37189, Lutescens 37209, Ferrugineum 36258,
Erythrospermum 36846, Erythrospermum 37157, Erythrospermum 37028,
Lutescens 36832, IS 77558/05(2/06), Ekonomka have the highest quality
marks (9-10).

5. The samples with alleles by Gli-1 loci which did not previously
occur in varieties of Myronivka breeding: Ferrugineum 36258 (Gli-Bli),
Erythrospermum 36844 (Gli-Alg), Lutescens 37129, Lutescens 35354,
Lutescens 36756 (Gli-Blg) have been identified. In Erythrospermum 37028
line (Horlytsia Myronivs'ka variety) there was detected biotype carrying
Gli-D1x (GLD 1D10).
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Bigbimicts 13 JOCSTHEHB CYy4acHOI CENCKIli MICHUIN 0a3yeThCsl HA CTBO-
PCHHI LIUTIXOM TiOpHau3aiii Ta J000py HOBHX acCOLialii TeHIB, MO 00yMOB-
JFOKOTh 3HAYHE 301MBIICHHS MPOAYKTUBHOCTI TOCTIOAAPCHKO I[IHHOI YaCTUHHU
CLITBCBKOTOCTIOAAPCHKUX POCITHH.

Mera. Ineatudikysaru 3a enekrpoOPETHIHIMHE CIICKTPAMH 3aacHUX OLTKIB
3cpHa BiJIOpaHHI HOBUH BUXITHHH Marepian 1 COPTH IMIUCHHULI M K0T 03UMOI.

Pesyabrarn. AHamizyrwoun e1ekTpodOPeTUIHI CIICKTPH HA BHUSBJICHHS 10-
MIIIOK, Opaay 4O YBard CICKTPH O1TKOBHX KOMIIOHCHTIB, KOJOBAHHX JIOKYCa-
mu Gli-2, Gli-A3. Xurns tpancnokamis 1AL/1RS, mo Hece reHu cTiiikocTi
Gb2, Pml7, Cm3, SrIRS*™e° Gyna inenrudikoBana y 3paska Epurpocrepmym
37038. XKurns tpaucnokaiis 1BL/1RS, mo Hece renu critikocti Pm8, Sr3l,
Lr26, Yr9, incatudikosana y miuid Jlorecuenc 36857, Jlrorecuenc 37262,
Jrorecnienc 37030, JTrorecuenc 37203, JTrorecnenc 36900, Jlrotecnenc 37106,
JIrorecuenc 37116, JTrorecuenc 37292, Epurpocnepmym 37135, Jlrorecuenc
35232, Jrorecuenc 37090, Jlrorecuenc 36921, Inausinyansuuit 1odip (I.1.)
241/05 (11/06) ta copris Jlerenna Muponiscbka, CBiTaHOK MHPOHIBCHKHH,
Bomnomkosa, KOBisip Muponiscekuii, Kanmuuosa, Konoc MupoHiBimuHy; me
TPH 3pa3Ka BHUSBHIHCS FCTCPOTCHHUMH 32 Li€r0 TpaHcmokauniero (JIrotecueHe
36926, 1.1. Exonomka, ExoHOMKa).

3a moxycom Gli-A1 cepea 3pa3kiB BUIBICHO § aeiB 3 JOMIHYBAaHHIM ajic-
aiB b i x. 3a nokycom Gli-Bl susiieHo 6 anernis. [lominye anens Gli-Bll — map-
KSP JKUTHBOI TPAHCJIOKALII, HA APYroMy Micii 3a 4acToToro — anenb Gli-Blb.
3a nokycom Gli-DI ineHTndikoBaHO 5 PI3HUX ANCHIB, CEPE] SIKHX MCPCBAKAE
anenp Gli-Dib. 3a noxycom Glu-Al cepen 3 aneiiB BHCOKI YacTOTH MarOTh
amem a 1 b. 3a moxycom Glu-Bl BUSBICHO 3 anell 3 MEPECBAXKAHHAM aNCis
Glu-Blc. 3a noxycom Glu-DI nepesaxae anens d, o Mae MO3UTHBHUH BIUIHB
Ha XJ1i0oneKapchky skicTh. Cepen 1aeHTH(DIKOBAHUX AJICTIB 3HAYHUH MTO3UTHB-
HHI BIUIMB Ha SKICTb TICTa MaroTh Takox aneil Glu-Ala, Glu-Alb, Glu-Blb.
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Haiiguimi 6anu sixocti 3epra (9-10) 3a noxycamu Glu-Al, Glu-Bl, Glu-D
MaroTh reHotHnn Epurpocnepmym 37189, Jlrorecuenc 37209, ®@eppyrineym
36258, Epurpocnepmym 36846, Epurpocnepmym 37157, Epurpocnepmym
37028, Jlrorecuenc 36832, I.x. 77558/05 (2/06).

BucnoBku. [neHTH(DIKOBAHO TCHOTHITA HOBOTO BUXIIHOTO MaTepiasly IIiie-
HUI M sIKOi 03uMol 3a mokycamu rmiaaunis Gli-A1, Gli-Bl, Gli-DI 1 Buco-
KOMOJICKYJISIpHUX cyOoaunuip riaroreaunis Glu-Al, Glu-Bl, Glu-DI1.'Y muii
Eputpocnepmym 37038 inentudikosano xutHiO TpaHciaokauio 1AL/1RS, y
20 3paskiB — Tpancmokanito 1BL/1RS, a tpu 3pasku (Jlrorecuenc 36926, 1.a.
Exonomka, EKOHOMEKA) € TeTCpOreHHUMH 3 M€ TPAHCIOKAII€r. BusBicHo,
mo gominyrouumu anensmu € Gli-Alb, Gli-Alx, Gli-Bll (mapkep >KATHBOI
tpanciokamii), Gli-Blb, Gli-DI1b, Glu-Ala, Glu-A1b, Glu-Blc, Glu-Did. 3a
aokycamu Glu-Al, Glu-Bl, Glu-DI sucoxi 6anu sxocTti 3epHa (9-10) mMaroTs
reHotunu Epurpocnepmym 37189, Jlrorecuenc 37209, deppyrineym 362358,
Epurpocriepmym 36846, Epurpocnepmym 37157, Epurpocnepmym 37028
(Topnutst Muponiscbka), JIrorecuenc 36832, [ .x. 77558/05, ExoHomKa.

InentudikoBano 3pazku 3 anemsimu 3a Gli-1 TOKyCcOM, sIKI paHIIIC HE 3y-
CTpivanucs B coOpTax MUpOHiBCcbKoi cenekuii: @eppyrineym 36258 (Gli-Bli),
Epurpocniepmym 36844 (Gli-Alg), Jlrotecuenc 37129, Jlrorecuene 35354,
JIrorecuenc 36756 (Gli-Blg). Y 3paska Eputpocnepmym 37028 BusisicHo 6io-
T, o vece Gli-Dix (GLD 1DI0).

Kuarouosi coioBa: nuenuys m’saxa o3uma, 2enomun, 3anacui 0K, 20Mo-
2eHHICMb, 2eMepPO2eHHICMb, MPAHCIOKAYTT, AKICMb 3epHd

AETEKIIUS HEPCHHEKTUBHBIX 'EHOTHIIOB
O3MMOMU NIEHUIBI ITO JIEKTPO®OPETUYECKUM
CHHEKTPAM 3ANTACHBIX BEJIKOB

Ko3y6 H.A., kananaar OHOTOTHYECKUX HayK

Co3unos UL.A.

IncrutyT 3ammter pactenniit HAAH Yikpannsr

Kupunenko B.B., xkanaugar ceipCKOX03SIHCTBCHHBIX HAYK

Koumapckuii B.C., 10KTOp CENbCKOXO3SIHCTBCHHBIX HAYK

I'ymeniok A.B., /ly6osux H.C.

Muponosckuii uactutyT mueHunsl umenn B.H. Pemecnio HAAH, Vikpanna
BacunbkoBckuii C.I1., JOKTOp CETBCKOXO3IHCTBCHHBIX HAYK
BenouepkoBcknii HAITMOHAIBHBIM arpapHbIN YHUBEPCUTET, YKPAHHA

BobIIHHCTBO U3 JOCTHKCHUH COBPEMCHHOMN CEICKI[UU MINCHUIIB Oa-
3UPYECTCS HA CO3JAHUH ITyTEM THOPHUIU3AIMNA U OTOOPA HOBBIX aCCOIHAIIUN
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TCHOB, O0YCIAaBIUBAOLUX 3HAYUTCIBHOC YBEIHUCHHUE MPOAYKTHBHOCTH
XO3SIUCTBEHHO-LIEHHON YaCTH CEIbCKOXO3SUCTBEHHBIX PACTEHUHN.

Hens. UaeaTuduumposars no 3m1eKTpodopeTHIC CKUM CIICKTPaM 3aacHBIX
OcIKOB 3¢pHA OTOOPAaHHBIA HOBBIM HCXOAHBIH MaTrcpHal W COPTA MIUCHHLII
MSTKOM 03UMOH.

Pesyabrarbl. Ilpu ananmse 5>nekTpooOpeTHYCCKHX CIEKTPOB HA
BBISIBJICHUC MPUMECEH MPUHHUMATIH BO BHUMAHHE CIICKTPbI OCIKOBBIX KOMIIO-
HCHTOB, KOAUPOBaHHEIX JoKycamu (li-2, Gli-A3.

Pxanas 1 AL/1RS Tpanciokaius, Hecymas reHsl yerowauoctu (Gh2, Pmli7,
Cm3, SriRS"™¢, wnentudummposana y odOpasua IDpurpocmepmym 37038.
Pxanass 1BL/1RS Tpanciokamus, HeCymasi TeHbl yCTOWIUBOCTH PmS, S¥31,
Lr26, Yr9, unearudunuposana y munuii Jlrotecuenc 36857, JIrorecuenc 37262,
Jrorecnienc 37030, JTrorecuienc 37203, JTrorecnenc 36900, Jlrotecnienc 37106,
Jlrorecuenc 37116, Jlrorecuenc 37292, Ipurpocnepmym 37135, JlrorecueHe
35232, Jlrorecuenc 37090, Jlrorecuenc 36921, Jleremaa MupoHiBCBKa,
Ceitanox Muponiscekuii, Bonomkosa, HOBiasp Muponiscekuii, KanuHosa,
Konoc Muponisimuau, Magusuayansssiii otoop (M.o.) 241/05 (11/06); ewme
Tpu 00pa3ua OKa3aarch TETCPOrCHHBIMH MO 3TOU TpaHcnokauu (JIroTecueHe
36926, M.o0. Exonomka, ExoHoMKa).

Io noxycy Gli-Al cpean 0Opa3uoB OOHAPYKEHBI 8 A/ICICH C JOMHHHPO-
BanueM aytenc b u x. [lo nokycy Gli-Bl BeisiBieHo 6 amiencii. Jlomunupyer
amnenb Gli-Bll — Mapkep prkaHOM TPAHCIOKAIHH, HA BTOPOM MECTE IO 4aCTOTS
—amnens Gli-Blb. [o nokycy Gli-DI naeHTHdULHUPOBAHbI 5 PA3IHYHBIX alUIC-
JIeH, cpenu KoTopeix npeobnaxaet amens Gli-Dib. To nokycy Glu-Al cpean
3 anesne# BEICOKHE YaCTOThI UMEIOT anenu a u b. [o moxycy Glu-B1 BeIsIBICHO
3 amnens ¢ npeodnaganuem amtenst Glu-Blc. o noxycy Glu-DI npeodnamact
aniens d, IMEIOIUI MONOKUTEIBHOC BIMSHHE HA XJICOOTICKAPHOC KadICCTBO.
Cpean nacHTHPUIMPOBAHHBIX AJJICIACH 3HAYUTCIBHOC MOTOKUTCIBHOC BIIH-
SIHUE HA Ka4eCTBO TecTa uMeroT Ttaxske aiutenu Glu-Ala, Glu-Alb, Glu-Blib.

Cambic BrIcOKHE Oamnbl kadectBa 3epHa (9-10) mo mokycam Glu-Al,
Glu-Bl, Glu-D nveror renotumsl Dputpocnepmym 37189, Jlrorecuenc 37209,
Geppyruneym 36258, Opurpocnepmym 36846, Opurpocmepmym 37157,
Apurpocnepmym 37028, Jlrorecuenc 36832, M.o. 77558/05 (2/06).

BeiBoabl. neHTH)HIIMPOBAHEI TCHOTHITBI HOBOTO HCXOJHOTO Marepuana
IIICHUIBI MSATKOH 03UMOM 1o Jokycam rmuanuHoB Gli-Al, Gli-Bl, Gli-DI u
BBICOKOMOJICKYIIPHBIX CyObeanHuL rmoteHnHoB Glu-Al, Glu-Bl, Glu-DI.
Y muanu JpurpocnepmyM 37038 wmeHtHduuMpoBaHA prKaHAS TPAHCIO-
kaust 1AL/IRS, v 15 obpasuos — tpanciokaums 1BL/1RS, a tpu oOpazua
(JTIrorecuenc 36926, U.o. ExoHomka, EKOHOMKa) reTEpOTCHHBI IO 3TUM TPaH-
croxauusM. BBISIBICHO, YTO AOMHMHHUPYIOLIUMH auiesaMu siBistores Gli-
Alb, Gli-Alx, Gli-Bll (mapxep pskaHou tpanciokaumu), Gli-Blb, Gli-DIb,
Glu-Ala, Glu-Alb, Glu-Blc, Glu-DId. Tlo noxycam Glu-Al, Glu-Bl, Glu-DI
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BbICOKHE Oammbl kauecTa 3epHA (9-10) UMEIOT TeHOTUNBI DPUTPOCHEPMYM
37189, Jrotecuenc 37209, deppyruneym 36258, Dputpocnepmym 36846,
OpurpocniepmyM 37157, Dputpocnepmym 37028 (Topmuust MupoHiBcbka),
Jrorecuenc 36832, M.o. 77558/05, Exonomka.

Wnenruduumuposansr o0pasusl ¢ amueasmu o Gli-1 ToKycCy, KOTOpbIe pa-
HEE HE BCTPEHATUCHh B COPTAX MUPOHOBCKOH cenekumn: Peppyruneym 36258
(Gli-BIi), Iputpocniepmym 36844 (Gli-Alg), Jlrotecuenc 37129, Jlrorecnenc
35354, JIrotecuenc 36756 (Gli-Blg). Y obpasua Ipurpocrnepmym 37028 00-
HapyskeH ouorur, vecytuuit Gli-Dix (GLD 1DI0).

KuroueBble cnoBa: nutenuya maexds 03uMas, 2eHOMunN, 3anacHule beKi,
2OMOCEHHOCb, 2eMePOSeHHOCHb, MPAHCIOKAYULL, KAYECHEO 3ePHd
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Most of the achievements of modern wheat breeding is based on the
creation by hybridization and selection of new associations of genes, causing
a significant increase in the productivity of the economically valuable crops.

Aim. To identify by electrophoretic spectra of grain storage proteins
selected new source material and bread winter wheat varieties.

Results. In the analysis of electrophoretic spectra to identify contaminants the
spectrum of protein components encoded loci Gli-2, Gli-A3 were taken into account.

Rye 1AL/1RS translocation carrying resistance genes Gb2, Pml7, Cm3,
SrIRS*e were identified in the sample Erythrospermum 37038. Rye 1BL/IRS
translocation carrying resistance genes Pms, Sr3l, Lr26, Yr9 were identified in
lines Lutescens 36857, Lutescens 37262, Lutescens 37030, Lutescens 37203,
Lutescens 36900, Lutescens 37106, Lutescens 37116, Lutescens 37292,
Erythrospermum 37135, Lutescens 35232, Lutescens 37090, Lutescens
36921, Lehenda Myronivs’ka, Svitanok Myronivs’kyi, Voloshkova, Yuviliar
Myronivs’kyi, Kalynova, Kolos Myronivshchyny, IS 241/05 (11/06), three
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another samples appeared to be heterogencous by this translocation (Lutescens
36926, IS Ekonomka, Ekonomka).

Concerning G/i-A1 locus among the samples were found 8 alleles with
the dominance of b and x alleles. By Gl/i-BI locus 6 alleles were found.
Gli-Bll allele — rye translocation marker — dominates, G/i-B/b allele followes
by frequency. By Gli-DId locus 5 different alleles were identified with
Gli-D1b allele dominating. By G/u-A1 locus among the three alleles a and b
ones have the highest frequency. By G/u-B1 3 locus 3 alleles were revealed
with predominance of G/u-Blc allele. By loci G/u-DI d allele is predominant
that cause a positive impact on baking quality. Among the alleles identified
Glu-Ala, Glu-A1b, Glu-Bib alleles have significant positive impact on dough
quality too.

Genotypes Erythrospermum 37189, Lutescens37209, Ferrugineum 36258,
Erythrospermum 36846, Erythrospermum 37157, Erythrospermum 37028,
Lutescens 36832, IS 77558/05 (2/06) have the highest scores of grain quality
(9-10) at Glu-Al, Glu-Bl, Glu-D loci.

Conclusions. Genotypes of the new source material of bread winter wheat
have been identified by gliadin G/i-Al, Gli-BI, Gli-DI loci and high glutenin
subunits of Glu-Al, Glu-Bl, Glu-DIi. 1AL/1RS wheat-rye translocation
hai been identified in line Erythrospermum 37038, 1BL/1RS wheat-rye
translocation has been identified in 15 samples, and three samples (Lutescens
36926, IS Ekonomka, Ekonomka) were heterogencous by this translocation.
It was revealed that Gli-A 1b, Gli-A1x, Gli-B11 (a marker of rye translocation),
Gli-Blb, Gli-D1b, Glu-Ala, Glu-Alb, Glu-Blc, Glu-DI1d are dominant alleles.
By Glu-Al, Glu-Bl, Glu-DI loci genotypes Erythrospermum 37189, Lutescens
37209, Ferrugineum 36258, Erythrospermum 36846, Erythrospermum
37157, Erythrospermum 37028 (Horlytsia Myronivs’ka) Lutescens 36832,
IS 77558/05, Ekonomka have high points of grain quality (9-10).

The samples with alleles by G/i-1 loci which did not previously
occur in varietics of Myronivka breeding: Ferrugineum 36258 (Gli-Bli),
Erythrospermum 36844 (Gli-Alg), Lutescens 37129, Lutescens 35354,
Lutescens 36756 (Gli-Blg) have been identified. In Erythrospermum 37028
line (Horlytsia Myronivs ka variety) there was detected biotype carrying
Gli-Dix (GLD 1D10).

Key words: bread winter wheat, genotype, storage proteins, homogeneity,
heterogeneity, translocation, grain quality
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