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.  
,  ISAG/FAO 2004,  

 17  - 
AHT4, AHT5, ASB2, ASB17, ASB23, HMS1, HMS2, HMS3, HMS6, HMS7, 
HTG4, HTG6, HTG7, HTG10, CA425, LEX3, VHL20.  

 
.  

. ,  
 (Kawasaki E.S., 

1990).   
" .,  

 (n=20).  
 
 

:  HTG6 5/-CCTGCTTGGAGGCTGTGATAAGAT-3/   
5/-GTTCACTGAATGTCAAATTCTGCT-3/;  

  ASB2 5/-CCTTCCTGTAGTTTAAGCTTCTG-3/   
5/- CACAACTGAGTTCTCTGATAGG-3/;  

 HMS2 5/-ACGGTGGCAACTGCCAAGGAAG-3/   
5/-CTTGCAGTCGAATGTGTATTAAAT-3/.  

:  96º  – 2 ,  10 : 
 96º  – 40 ,  60º  – 40 ,  

 71º  – 40 ;  25  -  
 90º  – 40 ,  60º  – 40 ,  

71º  – 40  (  3 ).  
 

 8 %  (  
),  300V.  

 1 3.  
 DNA markers M50  pUC (“Fermentas”, ).  

.  
 

,   ISAG,  
 

 ( ).  
 (HTG6, ASB2  HMS2),  

.  1   
   

,  60° .  
 –  

, .  
(0 ) = [(nG + nC) · 4] + [(nA + nT) · 2]          (1),  

 nA, nT, nG, nC – . 
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 ( .1) 

:  
HTG6  4  5 ,  11,1%  

;  ASB2 - 5  6  
 100% .  HMS2  4 - 

 0,188  0,812, .  
 1 
 

 
 , .  

 
 
 
 

 
, % 

 
, % 

HTG6  15 84-106 4 5 11,11 88,89 
ASB2  15 154-188 5 6 - 100,0 
HMS2  10 216-238 4 7 18,75 81,25 

 
,  - , 

 -  –  
.2).  

 2 
,    

 
   H E PIC 

HTG6 
 

1 0,278±0,075 0,722 3,60 0,669 
2 0,333±0,079 
3 0,278±0,075 
4 0,111±0,052 

ASB2 
 

1 0,156±0,062 0,727 3,66 0,700 
2 0,406±0,084 
3 0,219±0,071 
4 0,188±0,067 
5 0,031±0,010 

HMS2 
 

1 0,188±0,067 0,711 3,46 0,667 
2 0,375±0,083 
3 0,313±0,079 
4 0,125±0,057 

,  ( )  70%. 
 

 ASB2 (H=0,727, E=3,66),  
.  
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.1  HTG6, ASB2  

HMS2.  1-11 - , ,  - 
50. 

.  
1.  

 - HTG6, ASB2  HMS2  
.  

2.  
 HTG6, ASB2 

 HMS2,  ASB2 (H=0,727, E=3,66, 
=0,700).  

3.  (HTG6+ASB2+HMS2)  
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Summary 
Shkavro N., Tkachik T., Rossoha V.,  

Institute of animal science NAAS, Kharkov, Ukraine 
MICROSATELLITE DNA LOCI POLYMORPHISM APPLICATION FOR 

HUTSUL HORSES BREED PARENTAGE CONTROL 
The article highlights the results of Hutsul horses breed testing by 

microsatellite DNA loci. The ASB2 locus defined as the most polymorphic (the five 
allelic variants and high heterozygosity genotype level were detected , H = 0,727, E 
= 3,66, PIC = 0.700). The origin of 12 horses by three microsatellite DNA loci was 
confirmed based on a comparative analysis of electrophoretic profiles of parents and 
their offspring. 

Key words: microsatellite DNA loci, polymorphism, parentage control, 
horses. 
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